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Sequence length 1743 

MSPECARAA 9 
TC)0(X»CTAGTTCTAGACCGCTGC»GGCOOCCAGGCGCOOGGA ATG TOC OCT GAA TGC GOG GGG GCA GCG 27 

GDAPLRSLEQAMRTRFPFFS 29 
GGC GAC GCG CCC TTG CGC AGC CTG GAG CAA GCC AAC CX3C ACC CGC TTT COO TTC TTC TCC 87 

DVKGDHRLVLAAVETTVrVL 49 
GAC GTC AAG GGC GAC CAC CGG CTG GTG CTG GCC GCG GTG GAG ACA ACC GTG CTG GTG CTC 147 

IFAVSLLGNVCALVLVARRR 69' 
ATC TTT GCA GTG TOG CTG CTG GGC AAC GTG TGC GCC CTG GTG CTG GTG GCG CGC CGA CGA 207 

RRGATACLVLNLFCADLLFI 89 
CGC CGC GGC GCG ACT GCC TGC CTG GTA CTC ARC CTC TTC TGC GCG GAC CTG CTC TTC ATC 267 

SAI PLVLAVRWTEAWLLGPVlOg 
AGCGCTATCCXrrCTGGTGCTGGCCGTGCGCTGGACTGAGGCCTGGCTGCTGGGCCCCGTT 327 

ACHLLFYVMTLSGS / TILTI,I29 
GCC TGC CAC CTG CTC TTC TAC GTG ATG ACC CTG AGC GGC AGC GTC ACC ATC CTC ACG CTG 387 

AAVSLERMVCIvai.QRGVRG149 
GCC GCG GTC AGC CTG GAG CGC ATG GTG TGC ATC GTG CAC CTG CAG CGC GGC GTG CGG GGT 447 

PGRRARAVt.tALIWGYSAVA169 
CCT GGG CGG CGG GCG CGG GCA GTG CTG CTG GCG CTC ATC TGG GGC TAT TCG GCG GTC GCC 507 

AI.PLCVFFRVVPORI«P<5At>C189 
GCT CTG CCT CTC TGC GTC TTC TTT C«A GTC GTC CCG CAA CGG CTC CCC GGC GCC GAC CAG 567 

EISICTLIHPTIPGEISWDV209 
GAA ATT TCG ATT TGC ACA CTG ATT TGG COC ACC ATT CCT GGA GAG ATC TCG TGG GAT GTC €27 

SFVTLHFLVPGLVIVISYSK229 
TCT TTT GTT ACT TTG AAC TTC TTG GTG CCA GGA CTG GTC ATT GTG ATC AGT TAC TCC AAA 687 

ILQITKASRKRLTVSLAYSE249 
ATT TTA CAG ATC ACA AAG GCA TCA AGG AAG AGG CTC AOG GTA AGC CTG GCC TAC TCG GAG 747 

SHQIR VSQQDFRLFRTLFLL269 
AGC CAC CAG ATC CGC GTG TCC CAG CAG GAC TTC CGG CTC TTC CGC ACC CTC TTC CTC CTC 807 

MVSFFIMHSPIIITILLILI2B9 
ATG GTC TCC TTC TTC ATC ATG TGG AGC CCC ATC ATC ATC ACC ATC CTC CTC ATC CTG ATC 867 

0MFKQOI.VIHPS.LFFHVVAF309 
CAG AAC TTC AAG CAA GAC CTG GTC ATC TOG COG TCC CTC TTC TTC TGG GTG GTG GCC TTC 927 
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T FAM SALM P I L YMHTI. CRME329 
ACA TTT OCT AAT TCA GOC CTA AAC OOC ATC CTC TAC AAC AT6 *CA CTG TGC AGG AAT GAB 987 

MKKX rCCFHFPEKGAI LTOT 349 
TGG AAS MA ATT TTT TGC TGC TTC TGG TTC OCR CAA AAG GGA GCC ATT TTA JKCA GRC ACR 1047 

SVKRNDLSIISG* 362 
TCT GTC AAA AGA AAT GAC TTG TCG ATT ATT TCT GGC TAA 1086 

TTTTTCTTTATAGCX«AGTTICTCACACCTGGa»GCTGTGGCATGCTTTTAAACAGAGTTCAfT^ 

TCAGTGCACCCTGCTTTAAGAAAATGAACCTATGCAAATAGACATCXaVCAGCXnxaKrrAAATTAAGGGGT^ 

GTTTCATAATATTTrOCCTTTATAAAAGGATTI«rrGGCCftGGTGC»l?rGGTKaV^^ 

AGGCTGAGGTGGGTGGATCACCTGAGGTCAGGAGTTOHVGRCCAACCTGACCAACATGGTGAGACCC^^ 

AAAATAAAAAAAAAAATTAGCTGGGAGTGGTGGTGGGCACCTGTAATCCTAGCTACTTGGGAGGCTGAACCAGGAGAAT 

CTCTTGAACCTGGGRGGCAGAGGTTGCAGTGAGCCGAGATCGTGCCATTGCACTCXJKACa^GGGCAACAAG*^^ 

TaaVTCTTAARRAAAAAAAAAAAAAGATTTGTTATGGGrrCCTTTTAAATGTGAACTTTTTTAGTGTGTTTGTAATATG 

ATCAAATTTAATARATATTTATTTATGACl'GTTCAGCAAARAAAAAAAAAAAAAAGQGCGG 
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CTOCACSACrPCaOOGGCTTTAOCXD^ 

M S P E C A <} T T G 10 

CGCCMCrTCCXXXI'>C<XXrtQX2^^ ATG TCFl^P GAG TGT GCA CAG ACG ACG QGC 30 

P G P S H T L D Q V rN R T H F P = F F - S D 30 

CCT GGT COC TCG CAC ACC CTG GAC CAA GTC AAT OGC AOC CAC TTC CCT TTC TTC TCG GAT 90 

VKGDHRLVI.SVVETTVLGLI 50 

GTC AAG GGC GAC CAC CGG TTG GTG TTG AGC GTC GTG GAG ACC ACC GTT CTG GGA CTC ATC 150 

FVVSLLGNVCALVLVARRRR 70 

TTT GTC GTC TCA CTG CTG GGC AAC GTG TGT GCT CTA GTG CTG GTG GCG CGC CGT CGG CGC 210 

RGASASLVL HLFC ADLL FTS 90 

CGT GGG GCG TCA GCC AGC CTG GTG CTC; AAC CTC TTC TGC GCG GAT TTG CTC TTC ACC AGC 270 

AlPLVLVVR WTEAWL LGPVV 110 

GCC ATC CCT CTA GTG CTC GTC GTG CGC TGG ACT GAG GCC TGG CTG TTG GGG CGC GTC GTC 330 

CHLLFYVMTMSCSVTILTLA 130 

TGC CAC CTG CTC TTC TAC GTG ATG ACA ATG ASC OGC AGC GTC ACG ATC CTC ACA CTG GCC 390 

AVSLERMVCIVRI.RRG.I.SGP 150 

GCG GTC AGC CTG GAG CGC ATG GTG TGC ATC GTG CGC CTC CGG CGC GGC TTG AGC GGC CCG 450 

GRRTQAALLAFIHGYSALAA 170 

GGG CGG CGG ACT CAG GCG GCA CTG CTG GCT TTC ATA TGG GGT TAC TCG GCG CTC GCC GCG 510 

LPLY I LFRVVPQRLPGGDQE 190 

CTG CCC CTC TAC ATC TTG TTC CGC GTG GTC CCG CAG CGC CTT COC GGC GGG GAC CAG GAA 570 

IPICTLDHPNRIGEISWDVF 210 

ATT CCG ATT TGC ACA TTG OAT TGG CCC AAC CGC ATA GGA GAA ATC TCA TGG GAT GTG TTT 630 

FETLUFI.VPGI.VIVISYSKI 230 

TTT GAG ACT TTG AAC TTC CTG GTG COG GGA CTG GTC ATT GTG ATC AGT TAC TOO AAA ATT 690 

LQITKASRKRLTIiS LAYSES 250 

TTA CAG ATC ACG AAA GCA TCG CGG AAG AGG CTT ACG CTG AGC TTG GCA TAC TOT GAG AGC 750 

HQIRYSQQDYRLFRTI. FLLM 270 

CAC CAG ATC OGA GTG TOO CAA CAA GAC TAC OGA CTC TTC CGC ACG CTC TTC CTG CTC ATG 810 

VSFFIMWSP IIITIt-LILIQ 290 

GTT TCC TTC TTC ATC ATG TGG AGT CCC ATC ATC ATC ACC ATC CTC CTC ATC TTG ATC CAA 870 

NFRQDLVIWPSLFFWVVAFT 310 

AAC TTC COG CAO GAC CTG GTC ATC TGG CCA TOC CTT TTC TTC TOO GTG GTG GCC TTC ACG 930 

FANSADNPILYNMSLFRHEW 330 
TTT GCC AAC TCT GCC CTA AAC CCC ATA CTG TAC AAC ATG TCG CTG TTC AGG AAC GAA TGG 990 

RKIFCCFFFPEKGAIFTOrS 350 

AGG AAG ATT TTT TGC TGC TTC TTT TTT CCA GAG AAG GGA GCC ATT TTT ACA GAT ACG TCT 1050 

VRRNDLSVISS* 362 

GTC AQG CGA AAT GAC TTG TCT GTT ATT TCC AGC TAA 108€ 

CTAOCCTCTGGT(»XA<XnOAACCACOGTVnOCAT(nAAAO06AGTTAACTT^ 

TlTAAMUCTlW0Ca3ACTTOCAAa«CAOOCATCT A OO( ^ ^ 

TTTCCTTAAAAGAACTTTCTATGGGTTCCTTTTGTGAACTTTTTTAAGWaO^^ 

TTTATTTATAACGT6TTCCTACAAAAAAAAAAAAAAAAAAAAA 
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